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pZA11MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 
6  Bsm FI

24  Bsa BI
102  Acc 65I
102  Kpn I
108  Apa I
108  Psp OMI

123  Acc I
123  Hin cII
123  Sal I
132  Cla I
138  Hin dIII
144  Eco RV
156  Pst I
162  Sma I
162  Uth SI
162  Xma I
168  Bam HI
173  Nco I
180  Afl III
180  Mlu I

297  Avr I I

392  Pfo I
436  Sac I I
446  Bce AI
446  Bce f I

597  Age I

762  Nsp I
785  Alw NI

923  Bst BI

999  Fal I
1099  Spe I

1110  Tfi I

Eco ICRI  1211
Sac I  1211

Ahd I  1303
Hae IV  1303

Bsa I  1375
Sim I  1377

Bpm I  1393
Bgl I  1422

Fsp I  1528

Ace III  1595

Cst MI  1661
Pvu I  1675

Sca I  1786
Tat I  1786
Bcg I  1824
Bcg I  1824

Dra I  1883
Xmn I  1903

Ppi I  1949
Apa LI  1975

Bci VI  2151
Aat II  2226
Zra I  2226

Bbr 7I  2293
Bbs I  2293

pZA11MCS

2300 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA 

TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 

AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG 

AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA 

TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT 

TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA 

GGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCG 

ACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAG 

ATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGT 

TTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCA 

AATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC 

CCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCG 

GTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACT 

CAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCC 

CCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC 

AACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTG 

ATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAA 

AGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAA 

AGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTT 

TTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAA 

GATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTAT 

CTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTAC 

TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT 

CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG 

GAGTCCAAGCGAGCTCGTAAACTTGGTCTGACAGTTACCAATGCTTAATC 

AGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGC 

CTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTG 

GCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGAT 



TTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCC 

TGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTA 

GAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCT 

ACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTC 

CGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAA 

AAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCC 

GCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGT 

CATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGT 

CATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCA 

ATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCAT 

TGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGA 

GATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCT 

TTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGC 

CGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCT 

TCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGC 

GGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCG 

CACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCA 

TGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 

 


