
Plasmid data sheet 
 

Vector designation: 
pZA13luc 
 
 
Genetic Map: 
 

 
 
 
Restriction Map: 
 

1  Sci I
1  Xho I

90  Eco RI
111  Acc 65I
111  Kpn I
115  Nco I

149  Bbe I
149  Hae I I
149  Kas I
149  Lpn I
149  Nar I
149  Sfo I

263  Psr I
269  Bsa AI
271  BsiWI

440  Psi I

607  BsrGI
610  Afl III

724  Bst EII
729  Bsu 36I
749  Alf I
776  Sph I

845  Xcm I

924  Sap I

1259  Bse YI
1295  PpuMI
1295  Sse 8647I

1393  Bsm FI
1437  Pac I

1456  Sex AI
1524  BspMI

1544  Sgr AI
1723  Bpl I
1723  Bpl I
1730  Eco NI
1738  Hae I

1774  Xba I
1885  Avr I I

Sac II  2025
Age I  2186

Alw NI  2374

Fal I  2588

Spe I  2688

Eco ICRI  2800
Sac I  2800

Ahd I  2892

Bsa I  2964
Sim I  2966
Bgl I  3011

Fsp I  3117
Sfc I  3138

CstMI  3250
Pvu I  3264

Sca I  3375

Dra I  3472
Xmn I  3492

Ppi I  3538
Apa LI  3564

Bme 1580I  3564
Aat II  3815
Zra I  3815

pZA13luc

3889 bp

Unique Sites

 
 
 
Sequence: 
 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 
TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 
AGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGG 
CGCCATTCTATCCGCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAG 
GCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGC 
ACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTC 
GGTTGGCAGAAGCTATGAAACGATATGGGCTGAATACAAATCACAGAATC 
GTCGTATGCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGC 
GTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAAC 
GTGAATTGCTCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTTGTT 
TCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAAT 
AATCCAGAAAATTATTATCATGGATTCTAAAACGGATTACCAGGGATTTC 
AGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAA 
TACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGAT 
AATGAACTCCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGC 
ATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGC 
AATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCA 
CGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAG 
TCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAG 
GATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTT 
CGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAA 
TTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCA 
AAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGAC 
TACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCGG 
TCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACC 
GGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACC 
TATGATTATGTCCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTTGA 
TTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAA 



GACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAA 
AGGATACCAGGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACC 
CCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGT 
GAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGA 
AAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGT 
TGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGA 
AAACTCGACGCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGG 
CGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGG 
CTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAAC 
GCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGGGGATATATTC 
CGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCGACTGCGGCGAG 
CGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAGATGCCAGGAAG 
ATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGTTTTTCCATAGG 
CTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCAAATCAGTGGTG 
GCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGCGGCT 
CCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCGGTGTCATTCCG 
CTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACTCAGTTCCGGGT 
AGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCCCCGTTCAGTCC 
GACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGAAAG 
ACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTGATTTAGAGGAG 
TTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAAAGGACAAGTTT 
TGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAAAGAGTTGGTAG 
CTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTTTTTCGTTTTCA 
GAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAAGATCATCTTAT 
TAATCAGATAAAATATTACTAGATTTCAGTGCAATTTATCTCTTCAAATG 
TAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTACTAGTGCTTGGA 
TTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATC 
CAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAGCG 
AGCTCGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACC 
TATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCG 
TCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCT 
GCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAAT 
AAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTAT 
CCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGT 
TCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGT 
GGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAAC 
GATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGC 
TCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATC 
ACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCG 
TAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAA 
TAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAA 
TACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTT 
CTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCG 
ATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCAC 
CAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGG 
GAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAA 
TATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATT 
TGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCC 
GAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACC 
TATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 
 


