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Vector designation: 

pZA21MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

102  Acc 65I
102  Kpn I
108  Apa I
108  Psp OMI

123  Acc I
123  Hin cII
123  Sal I
132  Cla I
138  Hin dIII
144  Eco RV

162  Sma I
162  Uth SI
162  Xma I
168  Bam HI
180  Afl III
180  Mlu I

297  Avr I I

392  Pfo I

436  Sac I I

597  Age I

785  Alw NI

853  Bsp 24I

923  Bst BI

1010  Ase I
1023  Ssp I

1099  Spe I

Eco ICRI  1211
Sac I  1211

Bpl I  1227
Bpl I  1227

Rsr II  1381
Ava II  1382

Psp 03I  1382
Vpa K11AI  1382

Nae I  1397
Ngo MIV  1397
Msl I  1460

Sim I  1469
Sph I  1496

Bss HII  1500

Bsa AI  1595

Bsr DI  1671
Bci VI  1689

Hae IV  1720

Tth 111I  1779
Fsp I  1797
Hae I  1817
Msc I  1817

Drd I  1870

Eag I  1991

Bcl I  2056
Bgl II  2061
Xcm I  2079

Aat II  2167
Zra I  2167
Bsp HI  2189

Bbr 7I  2234
Bbs I  2234

pZA21MCS

2241 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA 

TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 

AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG 

AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA 

TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT 

TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA 

GGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCG 

ACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAG 

ATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGT 

TTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCA 

AATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC 

CCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCG 

GTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACT 

CAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCC 

CCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC 

AACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTG 

ATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAA 

AGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAA 

AGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTT 

TTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAA 

GATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTAT 

CTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTAC 

TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT 

CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG 

GAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTC 

AAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGT 

AAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATA 

TCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCG 



GCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCG 

GCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATG 

CGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTC 

TTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTG 

CTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGA 

TCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTC 

GGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCA 

ATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCG 

CAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTG 

CAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGC 

GCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTC 

TGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGA 

ACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTG 

TCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAG 

AAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGC 

CCCAGCTGGCAATTCCGACGTCTAAGAAACCATTATTATCATGACATTAA 

CCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 

 


