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Vector designation: 
pZE12MCS 
 
 
Genetic Map: 
 

 
 
 
Restriction Map: 
 

23  Mfe I
93  Bse R I
102  Acc 6 5 I
102  Kpn I
108  Apa I
108  Psp O M I

123  Acc I
123  Hin c I I
123  Sal I
132  Cla I
138  Hin d I I I
144  Eco RV

156  Pst I
162  Sma I
162  Uth S I
162  Xma I
168  Bam H I
173  Btg I
173  Nco I
180  Mlu I

297  Avr I I

386  Nsp I
386  Pci I

488  Drd I

630  Hae I I
630  Lpn I

690  Bse Y I

797  Alw N I

872  Bce A I
872  Bce f I

1111  Spe I

Eco IC R I  1223
Sac I  1223

Ahd I  1315
Hae IV   1315

Bsa I  1387
Bsr FI  1400
Bpm I  1405
Bgl I  1434

Ase I  1491

Fsp I  1540

Cst M I  1673
Pvu I  1687
Eae I  1708
Gdi II  1708

Sca I  1798
Tat I  1798
Bcg I  1836
Bcg I  1836
Dra I  1895
Xmn I  1915

Ear I  2109
Ssp I  2122

Aat II  2238
Zra I  2238

Bbr 7I  2305
Bbs I  2305

pZE12 MCS

2312  bp
U n ique  S ites

 
 
 
Sequence: 
 
CTCGAGAATTGTGAGCGGATAACAATTGACATTGTGAGCGGATAACAAGA 
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 
AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG 
AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA 
TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT 
TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA 
GGCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACG 
GTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAG 
GCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTC 
CATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA 
GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTG 
GAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATAC 
CTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACG 
CTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTG 
TGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTAT 
CGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGC 
CACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGT 
TCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGT 
ATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTC 
TTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCA 
AGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC 
TTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGAT 
TTTGGTCATGACTAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGG 
CAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGG 
ATCTATCAACAGGAGTCCAAGCGAGCTCGTAAACTTGGTCTGACAGTTAC 
CAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTC 
ATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGG 
GCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCA 



CCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCG 
CAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTT 
GCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTT 
GTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGC 
TTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCA 
TGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGA 
AGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAA 
TTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGT 
ACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCT 
TGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAA 
AGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCT 
TACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGA 
TCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGG 
AAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAA 
TACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTAT 
TGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAAT 
AGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAA 
CCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCC 
TTTCGTCTTCAC 
 


