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Vector designation: 

pZE13MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 
61  Mfe I

102  Bse RI
111  Acc 65I
111  Kpn I
117  Apa I
117  Psp OMI

132  Acc I
132  Sal I
141  Cla I
147  Hin dIII
153  Eco RV
165  Pst I
171  Sma I
171  Uth SI
171  Xma I
177  Bam HI
182  Btg I
182  Nco I
189  Mlu I

306  Avr I I

396  Nsp I
396  Pci I

498  Drd I

640  Hae I I
640  Lpn I

700  Bse YI

807  Alw NI

882  Bce AI
882  Bce f I

1121  Spe I

Eco ICRI  1233
Sac I  1233

Ahd I  1325
Hae IV  1325

Bsa I  1397
Bsr FI  1410
Bpm I  1415

Bgl I  1444

Ase I  1501

Fsp I  1550

Cst MI  1683
Pvu I  1697
Eae I  1718
Gdi II  1718

Sca I  1808
Tat I  1808
Bcg I  1846
Bcg I  1846

Dra I  1905
Xmn I  1925

Ear I  2119
Ssp I  2132

Aat II  2248
Zra I  2248

Bbr 7I  2315
Bbs I  2315

pZE13MCS

2322 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 

AGAGGAGAAAGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGC 

TTGATATCGAATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGA 

GGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTT 

ATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCC 

CTAGACCTAGGGCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGG 

CGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATG 

TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT 

GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC 

GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG 

TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCT 

TACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC 

AATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAG 

CTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC 

CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCAC 

TGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT 

GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGAC 

AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG 

TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTT 

TTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA 

TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCAC 

GTTAAGGGATTTTGGTCATGACTAGTGCTTGGATTCTCACCAATAAAAAA 

CGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGG 

TCATTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCGTAAACTTGGTC 

TGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTC 

TATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACG 

ATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGA 



CCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAA 

GGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCT 

ATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTT 

GCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGT 

TTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACA 

TGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGAT 

CGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAG 

CACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTG 

ACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACC 

GAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCA 

GAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTC 

TCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGC 

ACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAG 

CAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGG 

AAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTA 

TCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAA 

ATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGAC 

GTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTAT 

CACGAGGCCCTTTCGTCTTCAC 

 


