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Vector designation: 

pZE23luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

90  Eco RI
111  Acc 65I
111  Kpn I

224  Pfo I
263  Psr I
271  Bsi WI

358  Bts I
440  Psi I

607  Bsr GI
607  Tat I

724  Bst EII
729  Bsu 36I
749  Alf I

1065  Bcg I
1065  Bcg I

1295  Ppu MI
1295  Sse 8647I

1437  Pac I
1456  Sex AI

1544  Sgr AI

1730  Eco NI
1774  Xba I

1885  Avr I I
Pci I  1974

Apa LI  2288

Alw NI  2385

Ppi I  2665
Spe I  2699

Eco ICRI  2811
Sac I  2811

Rsr II  2981
Nae I  2997

Ngo MIV  2997
Msl I  3060

Bss HII  3100
Fal I  3175
Bsr DI  3271

Tth 111I  3379
Fsp I  3397
Msc I  3417

Pst I  3448
Taq II  3476

Eag I  3591
Bcl I  3656
Bgl II  3661

Aat II  3767
Zra I  3767

pZE23luc

3841 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 
AGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGG 

CGCCATTCTATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGcATAAG 
gCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGC 
ACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTC 

GGTTGGCAGAAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATC 
GTCGTATgCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGC 

GTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAAC 
GTGAATTGCTCAACAGTATGAACATTTCGCAGCCTAcCGTAGTGTTtGTT 

TCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAAT 
AATCCAGAAAATTATTATCATGGATtctAAAACGGATTACCAGGGATTTC 

AGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAA 
TACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGAT 
AATGAAcTCCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGC 

ATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGC 
AATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCA 

CGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAG 
TCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAG 

GATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTT 
CGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAA 

TTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCA 
AAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGAC 
TACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCgG 

TCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACC 
GGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACC 

TATGATtATGTCCGGTTATGTAAACAATCCGgAAGCGACCAACGCCTTGA 
TTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAA 



GACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAA 

AGGATAcCAGGTGGCCCCCGCTGAATTGGAgTCGATATTGTTACAACACC 
CCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGT 

GAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGA 
AAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGT 
TGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGA 

AAACTCGACGCAAGAAAAAtcAGAGAGATCCTCATAAAGGCCAAGAAGGG 
CGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGG 

CTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAAC 
GCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTG 

CGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGA 
ATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGG 

CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGC 
CCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA 
CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCG 

TGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT 
CTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCT 

CAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC 
CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC 

AACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG 
GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGT 

GGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTG 
CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA 
ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA 

CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGG 
TCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAC 

TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT 
CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG 

GAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTC 
AAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGT 

AAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATA 
TCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCG 

GCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCG 
GCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATG 
CGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTC 

TTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTG 
CTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGA 

TCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTC 
GGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCA 

ATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCG 
CAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTG 

CAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGC 
GCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTC 
TGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGA 

ACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTG 
TCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAG 

AAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGC 
CCCAGCTGGCAATTCCGACGTCTAAGAAACCATTATTATCATGACATTAA 

CCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 
 


