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Vector designation: 

pZE24luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Aat I I
1  Zra I

42  Apa I
42  Psp OMI

387  Acc I
387  Sal I
392  Sci I
392  Xho I

425  Bam HI
432  Hin dIII
448  Afe I

500  Eco RI
521  Acc 65I
521  Kpn I

673  Psr I
681  Bsi WI

768  Bts I

850  Psi I

1017  Bsr GI
1017  Tat I

1134  Bst EII
1139  Bsu 36I
1159  Alf I

1475  Bcg I
1475  Bcg I

1705  Ppu MI
1705  Sse 8647I

1847  Pac I
1866  Sex AI

1954  Sgr AIEco NI  2140
Xba I  2184

Avr II  2295
Pci I  2384

Apa LI  2698

Alw NI  2795

Ppi I  3075
Bsp HI  3104

Spe I  3109

Eco ICRI  3221
Sac I  3221

Rsr II  3391
Nae I  3407

Ngo MIV  3407
Bss HII  3510

Fal I  3585
Bsr DI  3681

Tth 111I  3789
Fsp I  3807
Msc I  3827

Pst I  3858
Taq II  3886

Eag I  4001
Bcl I  4066
Bgl II  4071

pZE24luc 

4176 bp
Unique Sites

 
 

 

Sequence: 

 
GACGTCTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGGCCCTCG 

GACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCA 
GAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCC 

CGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAA 
GCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATTTC 
TGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTG 

AACAGCTACGGAACTCTTGTGCGTAAGGAAAAGTAAGGAAAACGATTCCT 
TCTAACAGAAATGTCCTGAGCAATCACCTATGAACTGTCGACTCGAGCAT 

AGCATTTTTATCCATAAGATTAGCGGATCCTAAGCTTTACAATTGTGAGC 
GCTCACAATTATGATAGATTCAATTGTGAGCGGATAACAATTTCACACAG 

AATTCATTAAAGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAG 
AAAGGCCCGGCGCCATTCTATCCgCTAGAGGATGGAACCGCTGGAGAGCA 

ACTGcATAAGgCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTT 
TTACAGATGCACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAA 
ATGTCCGTTCGGTTGGCAGAAGCTaTGAAACGATATGGGCTGAATACAAA 

TCACAGAATCGTCGTATgCAGTGAAAACTCTCTTCAATTCTTTATGCCGG 
TGTTGGGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATT 

TATAATGAACGTGAATTGCTCAACAGTATGAACATTTCGCAGCCTAcCGT 
AGTGTTtGTTTCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAA 

AATTACCAATAATCCAGAAAATTATTATCATGGATtctAAAACGGATTAC 
CAGGGATTTCAGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGG 

TTTTAATGAATACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAA 
TTGCACTGATAATGAAcTCCTCTGGATCTACTGGGTTACCTAAGGGTGTG 
GCCCTTCCGCATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCC 

TATTTTTGGCAATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTC 
CATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGT 

GGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACG 
ATCCCTTCAGGATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTAT 



TTTCATTCTTCGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAAT 

TTACACGAAATTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGA 
AGCGGTTGCAAAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGC 

TCACTGAGACTACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAA 
CCGGGCGCgGTCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGA 
TCTGGATACCGGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTG 

TCAGAGGACCTATGATtATGTCCGGTTATGTAAACAATCCGgAAGCGACC 
AACGCCTTGATTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTA 

CTGGGACGAAGACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAA 
TTAAATACAAAGGATAcCAGGTGGCCCCCGCTGAATTGGAgTCGATATTG 

TTACAACACCCCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGA 
TGACGCCGGTGAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGA 

CGATGACGGAAAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACC 
GCCAAAAAGTTGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGG 
TCTTACCGGAAAACTCGACGCAAGAAAAAtcAGAGAGATCCTCATAAAGG 

CCAAGAAGGGCGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATA 
AAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTT 

GTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGG 
CGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGT 

TATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGC 
CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCA 

TAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA 
GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGA 
AGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT 

GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCT 
GTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG 

CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCG 
TCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA 

CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTC 
TTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTAT 

CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTT 
GATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG 

CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTT 
TTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT 
TGGTCATGACTAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCA 

ACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGAT 
CTATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGA 

AGAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCG 
GCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTC 

TTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCA 
CACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACC 

ATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCC 
GTCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCC 
CCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATC 

CGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCA 
GGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGG 

ATACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGC 
ACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAG 

CACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTG 
CCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAA 

AGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCA 
GCCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAG 
CGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGAT 

CCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCT 
TGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTAC 

CAGAGGGCGCCCCAGCTGGCAATTCC 
 


