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Vector designation: 

pZE32luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

78  Taq I I
82  Eco RI
103  Acc 65I
103  Kpn I

141  Bbe I
141  Kas I
141  Nar I
141  Sfo I

216  Pfo I
255  Psr I
263  Bsi WI

350  Bts I
432  Psi I

599  Bsr GI
716  Bst EII
721  Bsu 36I
741  Alf I
768  Sph I
837  Xcm I
884  Hae IV
916  Sap I

1057  Bcg I
1057  Bcg I

1287  Ppu MI
1287  Sse 8647I
1288  Ava I I
1288  Psp 03I
1288  Vpa K11AI

1385  Bsm FI
1411  Hin cII

1429  Pac I
1448  Sex AI

1516  Bsp MI
1536  Sgr AI

1715  Bpl I
1715  Bpl I
1722  Eco NI

1766  Xba I

Avr II  1877
Pci I  1966

Drd I  2068

Apa LI  2280
Bme 1580I  2280

Alw NI  2377

Ppi I  2657
Spe I  2691

Eco ICRI  2803
Sac I  2803
Sca I  2844

Ssp I  2949
Eae I  2994
Msc I  2994
Pas I  3027
Pfl MI  3028

Acl I  3173
Bsr DI  3247

Pvu II  3361
Bpu 10I  3486

Msl I  3543
Aat II  3604
Zra I  3604

pZE32luc

3678 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGATAAATGTGAGCGGATAACATTGACATTGTGAGCGGATAACAAG 
ATACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGA 

AAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTC 
TATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGcATAAGgCTATGAA 

GAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCG 
AGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCA 

GAAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATg 
CAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTA 

TCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTG 
CTCAACAGTATGAACATTTCGCAGCCTAcCGTAGTGTTtGTTTCCAAAAA 
GGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGA 

AAATTATTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATG 
TACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTT 

TGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAAcT 
CCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACT 

GCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAAT 
CATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTG 

GAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTA 
ATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAA 

AATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAA 
GCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCT 
GGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTT 

CCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAG 
CTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCgGTCGGTAAA 

GTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAAC 
GCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATtA 

TGTCCGGTTATGTAAACAATCCGgAAGCGACCAACGCCTTGATTGACAAG 
GATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACA 



CTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATAcC 

AGGTGGCCCCCGCTGAATTGGAgTCGATATTGTTACAACACCCCAACATC 
TTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCC 

CGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGA 
TCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGA 
GGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGA 

CGCAAGAAAAAtcAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGT 
CCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCG 

AAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCT 
GAGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTGCGGCGAGC 

GGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGG 
ATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAAC 

CGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGA 
CGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAG 
GACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT 

CCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTC 
GGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGG 

TGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAG 
CCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGT 

AAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCA 
GAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAAC 

TACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCC 
AGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA 
CCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGA 

AAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGC 
TCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGACTAGTGCTT 

GGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAA 
ATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAA 

GCGAGCTCGATATCAAATTACGCCCCGCCCTGCCACTCATCGCAGTACTG 
TTGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACAGACGGCAT 

GATGAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAA 
TATTTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCATATTGGCCAC 

GTTTAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTGAGACGAAAA 
ACATATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTTCACCGTAA 
CACGCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAATCGTCGTG 

GTATTCACTCCAGAGCGATGAAAACGTTTCAGTTTGCTCATGGAAAACGG 
TGTAACAAGGGTGAACACTATCCCATATCACCAGCTCACCGTCTTTCATT 

GCCATACGAAATTCCGGATGAGCATTCATCAGGCGGGCAAGAATGTGAAT 
AAAGGCCGGATAAAACTTGTGCTTATTTTTCTTTACGGTCTTTAAAAAGG 

CCGTAATATCCAGCTGAACGGTCTGGTTATAGGTACATTGAGCAACTGAC 
TGAAATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATATCAACGGT 

GGTATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAA 
ATCTCGATAACTCAAAAAATACGCCCGGTAGTGATCTTATTTCATTATGG 
TGAAAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTTCGCCAGAT 

ATCGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAG 
GCGTATCACGAGGCCCTTTCGTCTTCAC 

 


