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Vector designation: 

pZE53luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

111  Acc 65I
111  Kpn I
115  Nco I

224  Pfo I
263  Psr I
269  Bsa AI
271  Bsi WI

607  Bsr GI
607  Tat I

724  Bst EII
729  Bsu 36I

845  Xcm I
924  Sap I

1295  Ppu MI
1295  Sse 8647I

1437  Pac I
1456  Sex AI

1723  Bpl I
1723  Bpl I

1774  Xba I
1885  Avr I I

1974  Pci I
2076  Drd I

2288  Apa LI
2288  Bme 1580I

Ppi I  2665
Spe I  2700

Sma I  2712
Uth SI  2712
Xma I  2712
Bgl II  2718

Afl II  2991
Ssp I  3028

Bsm I  3512
Pfl MI  3545

Msl I  3834
Nru I  3893
Eag I  3926
Acl I  3965

Psh AI  4149
Taq II  4211
Acc I  4214
Sal I  4214

Bam HI  4490
Fsp AI  4604

Bmt I  4636
Nhe I  4636
Btg ZI  4660

Eco RV  4680
Hin dIII  4836

Cla I  4842
Aat II  4942
Zra I  4942

pZE53luc

5016 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 

AGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGG 

CGCCATTCTATCCGCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAG 

GCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGC 

ACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTC 

GGTTGGCAGAAGCTATGAAACGATATGGGCTGAATACAAATCACAGAATC 

GTCGTATGCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGC 

GTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAAC 

GTGAATTGCTCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTTGTT 

TCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAAT 

AATCCAGAAAATTATTATCATGGATTCTAAAACGGATTACCAGGGATTTC 

AGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAA 

TACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGAT 

AATGAACTCCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGC 

ATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGC 

AATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCA 

CGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAG 

TCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAG 

GATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTT 

CGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAA 

TTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCA 

AAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGAC 

TACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCGG 

TCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACC 

GGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACC 

TATGATTATGTCCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTTGA 

TTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAA 



GACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAA 

AGGATACCAGGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACC 

CCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGT 

GAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGA 

AAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGT 

TGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGA 

AAACTCGACGCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGG 

CGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGG 

CTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAAC 

GCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTG 

CGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGA 

ATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGG 

CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGC 

CCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA 

CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCG 

TGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT 

CTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCT 

CAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC 

CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC 

AACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG 

GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGT 

GGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTG 

CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA 

ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA 

CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGG 

TCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAA 

CTAGTCCTTTTCCCGGGAGATCTGGGTATCTGTAAATTCTGCTAGACCTT 

TGCTGGAAAACTTGTAAATTCTGCTAGACCCTCTGTAAATTCCGCTAGAC 

CTTTGTGTGTTTTTTTTGTTTATATTCAAGTGGTTATAATTTATAGAATA 

AAGAAAGAATAAAAAAAGATAAAAAGAATAGATCCCAGCCCTGTGTATAA 

CTCACTACTTTAGTCAGTTCCGCAGTATTACAAAAGGATGTCGCAAACGC 

TGTTTGCTCCTCTACAAAACAGACCTTAAAACCCTAAAGGCTTAAGTAGC 

ACCCTCGCAAGCTCGGGCAAATCGCTGAATATTCCTTTTGTCTCCGACCA 

TCAGGCACCTGAGTCGCTGTCTTTTCGTGACATTCAGTTCGCTGCGCTCA 

CGGCTCTGGCAGTGAATGGGGGTAAATGGCACTACAGGCGCCTTTTATGG 

ATTCATGCAAGGAAACTACCCCATAATACAAGAAAAGCCCGTCACGGGCT 

TCTCAGGGCGTTTTATGGCGGGTCTGCTATGTGGTGCTATCTGACTTTTT 

GCTGTTCAGCAGTTCCTGCCCTCTGATTTTCCAGTCTGACCACTTCGGAT 

TATCCCGTGACAGGTCATTCAGACTGGCTAATGCACCCAGTAAGGCAGCG 

GTATCATCAACAGGCTTACCCGTCTTACTGTCCCTAGTGCTTGGATTCTC 

ACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGAT 

GGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAGCGAGAAG 

GGTTGGTTTGCGCATTCACAGTTCTCCGCAAGAATTGATTGGCTCCAATT 

CTTGGAGTGGTGAATCCGTTAGCGAGGTGCCGCCGGCTTCCATTCAGGTC 

GAGGTGGCCCGGCTCCATGCACCGCGACGCAACGCGGGGAGGCAGACAAG 

GTATAGGGCGGCGCCTACAATCCATGCCAACCCGTTCCATGTGCTCGCCG 

AGGCGGCATAAATCGCCGTGACGATCAGCGGTCCAATGATCGAAGTTAGG 

CTGGTAAGAGCCGCGAGCGATCCTTGAAGCTGTCCCTGATGGTCGTCATC 

TACCTGCCTGGACAGCATGGCCTGCAACGCGGGCATCCCGATGCCGCCGG 

AAGCGAGAAGAATCATAATGGGGAAGGCCATCCAGCCTCGCGTCGCGAAC 

GCCAGCAAGACGTAGCCCAGCGCGTCGGCCGCCATGCCGGCGATAATGGC 

CTGCTTCTCGCCGAAACGTTTGGTGGCGGGACCAGTGACGAAGGCTTGAG 

CGAGGGCGTGCAAGATTCCGAATACCGCAAGCGACAGGCCGATCATCGTC 

GCGCTCCAGCGAAAGCGGTCCTCGCCGAAAATGACCCAGAGCGCTGCCGG 

CACCTGTCCTACGAGTTGCATGATAAAGAAGACAGTCATAAGTGCGGCGA 

CGATAGTCATGCCCCGCGCCCACCGGAAGGAGCTGACTGGGTTGAAGGCT 

CTCAAGGGCATCGGTCGACGCTCTCCCTTATGCGACTCCTGCATTAGGAA 

GCAGCCCAGTAGTAGGTTGAGGCCGTTGAGCACCGCCGCCGCAAGGAATG 

GTGCATGCAAGGAGATGGCGCCCAACAGTCCCCCGGCCACGGGGCCTGCC 

ACCATACCCACGCCGAAACAAGCGCTCATGAGCCCGAAGTGGCGAGCCCG 

ATCTTCCCCATCGGTGATGTCGGCGATATAGGCGCCAGCAACCGCACCTG 

TGGCGCCGGTGATGCCGGCCACGATGCGTCCGGCGTAGAGGATCCACAGG 

ACGGGTGTGGTCGCCATGATCGCGTAGTCGATAGTGGCTCCAAGTAGCGA 

AGCGAGCAGGACTGGGCGGCGGCCAAAGCGGTCGGACAGTGCTCCGAGAA 

CGGGTGCGCATAGAAATTGCATCAACGCATATAGCGCTAGCAGCACGCCA 

TAGTGACTGGCGATGCTGTCGGAATGGACGATATCCCGCAAGAGGCCCGG 

CAGTACCGGCATAACCAAGCCTATGCCTACAGCATCCAGGGTGACGGTGC 

CGAGGATGACGATGAGCGCATTGTTAGATTTCATACACGGTGCCTGACTG 

CGTTAGCAATTTAACTGTGATAAACTACCGCATTAAAGCTTATCGATGAT 

AAGCTGTCAAACATGAGAATTCTTGAAGACGAAAGGGCCTCGTGATACGC 

CTATTTTTATAGGTTAATGTCATGATAATAATGGTTTCTTAGACGTCTAA 

GAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAG 

GCCCTTTCGTCTTCAC 

 


