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Vector designation: 

pZS21MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

102  Acc 65I
102  Kpn I
108  Apa I
108  Psp OMI
123  Acc I
123  Hin cII
123  Sal I
132  Cla I
138  Hin dIII

162  Sma I
162  Uth SI
162  Xma I
168  Bam HI
180  Mlu I

297  Avr I I
393  Afe I

489  Eco NI

716  Nde I

813  Alo I

997  Sna BI

1368  Pci I

Spe I  1835
Rle AI  1856

Bsp 24I  1880
Afl II  2126

Ssp I  2163

Bcg I  2190
Bcg I  2190

Bts I  2245
Apa BI  2394

Bst API  2394
Alw NI  2395

Eco ICRI  2630
Sac I  2630
Bpl I  2646
Bpl I  2646

Rsr II  2800
Ava II  2801

Psp 03I  2801
Vpa K11AI  2801

Sph I  2915
Bss HII  2919

Bst NI  2931
Psp GI  2931

Fal I  2994
Bsr DI  3090
Bci VI  3108
Hae IV  3139
Tth 111I  3198

Fsp I  3216
Hae I  3236
Msc I  3236
Bsa WI  3285

Drd I  3289
Bsi EI  3410
Eag I  3410

Bcl I  3475
Bgl II  3480
Xcm I  3498

Aat II  3586
Zra I  3586

Bsp HI  3608
Bbr 7I  3653
Bbs I  3653

pZS21MCS

3660 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA 

TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 

AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG 

AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA 

TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT 

TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA 

GGGTACGGGTTTTGCTGCCCGCAAACGGGCTGTTCTGGTGTTGCTAGTTT 

GTTATCAGAATCGCAGATCCGGCTTCAGGTTTGCCGGCTGAAAGCGCTAT 

TTCTTCCAGAATTGCCATGATTTTTTCCCCACGGGAGGCGTCACTGGCTC 

CCGTGTTGTCGGCAGCTTTGATTCGATAAGCAGCATCGCCTGTTTCAGGC 

TGTCTATGTGTGACTGTTGAGCTGTAACAAGTTGTCTCAGGTGTTCAATT 

TCATGTTCTAGTTGCTTTGTTTTACTGGTTTCACCTGTTCTATTAGGTGT 

TACATGCTGTTCATCTGTTACATTGTCGATCTGTTCATGGTGAACAGCTT 

TAAATGCACCAAAAACTCGTAAAAGCTCTGATGTATCTATCTTTTTTACA 

CCGTTTTCATCTGTGCATATGGACAGTTTTCCCTTTGATATCTAACGGTG 

AACAGTTGTTCTACTTTTGTTTGTTAGTCTTGATGCTTCACTGATAGATA 

CAAGAGCCATAAGAACCTCAGATCCTTCCGTATTTAGCCAGTATGTTCTC 

TAGTGTGGTTCGTTGTTTTTGCGTGAGCCATGAGAACGAACCATTGAGAT 

CATGCTTACTTTGCATGTCACTCAAAAATTTTGCCTCAAAACTGGTGAGC 

TGAATTTTTGCAGTTAAAGCATCGTGTAGTGTTTTTCTTAGTCCGTTACG 

TAGGTAGGAATCTGATGTAATGGTTGTTGGTATTTTGTCACCATTCATTT 

TTATCTGGTTGTTCTCAAGTTCGGTTACGAGATCCATTTGTCTATCTAGT 

TCAACTTGGAAAATCAACGTATCAGTCGGGCGGCCTCGCTTATCAACCAC 

CAATTTCATATTGCTGTAAGTGTTTAAATCTTTACTTATTGGTTTCAAAA 

CCCATTGGTTAAGCCTTTTAAACTCATGGTAGTTATTTTCAAGCATTAAC 

ATGAACTTAAATTCATCAAGGCTAATCTCTATATTTGCCTTGTGAGTTTT 

CTTTTGTGTTAGTTCTTTTAATAACCACTCATAAATCCTCATAGAGTATT 

TGTTTTCAAAAGACTTAACATGTTCCAGATTATATTTTATGAATTTTTTT 



AACTGGAAAAGATAAGGCAATATCTCTTCACTAAAAACTAATTCTAATTT 

TTCGCTTGAGAACTTGGCATAGTTTGTCCACTGGAAAATCTCAAAGCCTT 

TAACCAAAGGATTCCTGATTTCCACAGTTCTCGTCATCAGCTCTCTGGTT 

GCTTTAGCTAATACACCATAAGCATTTTCCCTACTGATGTTCATCATCTG 

AGCGTATTGGTTATAAGTGAACGATACCGTCCGTTCTTTCCTTGTAGGGT 

TTTCAATCGTGGGGTTGAGTAGTGCCACACAGCATAAAATTAGCTTGGTT 

TCATGCTCCGTTAAGTCATAGCGACTAATCGCTAGTTCATTTGCTTTGAA 

AACAACTAATTCAGACATACATCTCAATTGGTCTAGGTGATTTTAATCAC 

TATACCAATTGAGATGGGCTAGTCAATGATAATTACTAGTCCTTTTCCTT 

TGAGTTGTGGGTATCTGTAAATTCTGCTAGACCTTTGCTGGAAAACTTGT 

AAATTCTGCTAGACCCTCTGTAAATTCCGCTAGACCTTTGTGTGTTTTTT 

TTGTTTATATTCAAGTGGTTATAATTTATAGAATAAAGAAAGAATAAAAA 

AAGATAAAAAGAATAGATCCCAGCCCTGTGTATAACTCACTACTTTAGTC 

AGTTCCGCAGTATTACAAAAGGATGTCGCAAACGCTGTTTGCTCCTCTAC 

AAAACAGACCTTAAAACCCTAAAGGCTTAAGTAGCACCCTCGCAAGCTCG 

GGCAAATCGCTGAATATTCCTTTTGTCTCCGACCATCAGGCACCTGAGTC 

GCTGTCTTTTTCGTGACATTCAGTTCGCTGCGCTCACGGCTCTGGCAGTG 

AATGGGGGTAAATGGCACTACAGGCGCCTTTTATGGATTCATGCAAGGAA 

ACTACCCATAATACAAGAAAAGCCCGTCACGGGCTTCTCAGGGCGTTTTA 

TGGCGGGTCTGCTATGTGGTGCTATCTGACTTTTTGCTGTTCAGCAGTTC 

CTGCCCTCTGATTTTCCAGTCTGACCACTTCGGATTATCCCGTGACAGGT 

CATTCAGACTGGCTAATGCACCCAGTAAGGCAGCGGTATCATCAACAGGC 

TTACCCGTCTTACTGTCCCTAGTGCTTGGATTCTCACCAATAAAAAACGC 

CCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCA 

TTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGAGTC 

CCGCTCAGAAGAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGCGAA 

TCGGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCC 

GCCAAGCTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGC 

GGTCCGCCACACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCA 

TTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAG 

ATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTG 

GCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCG 

GCTTCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTC 

GAATGGGCAGGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAG 

CCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCC 

TGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGAC 

AACGTCGAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATA 

GCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCGGTC 

TTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGC 

ATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCCTCT 

CCACCCAAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCATG 

CGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCA 

TCAGATCCTTGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCC 

CAACCTTACCAGAGGGCGCCCCAGCTGGCAATTCCGACGTCTAAGAAACC 

ATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTT 

TCGTCTTCAC 

 


